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Entityl recognizes and activates Fntity2.

Entityl can activate Entity2 through a region in its carboxy terminus.

Entity2 are activated by Entityla and Entitylb

Entity2 activated by Entityl are not well characterized.
The herpesvirus encodes a functional Entity! that activates human FEntity?2.

activate
ARGH1 Entityl (semantical subject)
ARG2 Entity2 (semantical object)

Entityl can functionally cooperate to synergistically activate FEntity2.

The Entityl play key roles by activating Entity2.
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